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<210> 1 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : RT-PCR forward 
primer for detection of human Pax4 paired-like 
homeobox protein transcripts 

<400> 1 

gaggcactgg agaaagagtt 




<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : RT-PCR reverse 
primer for detection of human Pax4 paired-like 
homeobox proteintranscripts 

<400> 2 

acttgagctt ctcttgccga 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : RT-PCR forward 
primer for detection of human progenitor marker 
transcription factor Hlxb9 homeobox gene 
transcripts 



1 



<400> 3 

atgatcctgc ctaagatgcc 2 0 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : RT- PGR reverse 
primer for detection of human progenitor marker 
transcription factor Hlxb9 homeobox gene 
transcripts 

<400> 4 

ccatttcatc cgccggttct g 21 



<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : RT- PGR forward 
primer for detection of human Glp-IR glucagon like 
peptide receptor transcripts 

<400> 5 

gtgtggcggc caattactac 20 



<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : RT- PGR forward 
primer for detection of human Glp-lR glucagon like 
peptide receptor transcripts 

<400> 6 

cttggcaagt ctgcatttga 



<210> 7 

<211> 34 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : consensus 
sequence of conserved family of hormones 

<220> 

<2 21> MOD_RES 

<222> (2) 

<223> Xaa = any amino acid 



2 



<220> 

<221> MOD_RES 
<222> (3) 

<223> Xaa = Ser or Thr 



<220> 

<2 21> MOD_RES 

<222> (4) . - (5) 

<2 23> Xaa = any amino acid 



<220> 

<2 21> MOD^RES 

<222> (6) 

<223> Xaa = Leu, lie, Val, Met, Phe or Tyr 



<220> 

<2 21> MOD_RES 
<222> (7) 

<2 23> Xaa = any amino acid 



<220> 

<221> MOD_RES 

<222> (8) 

<22 3> Xaa = Leu, 



lie, Val, Met, 



Ser, Thr or Ala 



<220> 

<221> MOD_RES 

<222> (10) . . (14) 

<223> Xaa = any amino acid 



<220> 

<2 21> MOD_RES 
<222> (15) 

<223> Xaa = Thr, Ala, Leu, lie or Val 



<220> 

<2 21> MOD_RES 

<222> (16) . . (22) 

<22 3> Xaa = any amino acid 

<220> 

<221> MOD_RES 
<222> (23) 

<223> Xaa = Leu, lie, Val, Met, Phe or Tyr 



<220> 

<221> MOD_RES 

<222> (24) . . (29) 

<223> Xaa = any amino acid 



<220> 

<221> MOD_RES 
<222> (30) 

<223> Xaa = Leu, lie, Val, Met, Phe or Tyr 



<220> 

<221> MOD_RES 

<222> (31) . . (32) 

<22 3> Xaa = any amino acid 



3 



<220> 

<221> MOD_RES 
<222> (33) 

<223> Xaa = Ser, Thr or Ala 
<400> 7 

Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 

Xaa Trp 



<210> 8 

<211> 18 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : consensus 
sequence of conserved family of hormones 

<220> 

<221> MOD_RES 

<222> (2) 

<223> Xaa = Leu, lie, Val, Met, Phe or Tyr 



<220> 

<221> MOD_RES 

<222> (3) . . (4) 

<223> Xaa = any amino acid 



<220> 

<221> MOD_RES 
<222> (6) 

<223> Xaa = Leu, lie, Val, Met, Phe, Tyr, Ser, Thr or Ala 



<220> 

<221> MOD_RES 

<222> (7) . . (11) 

<223> Xaa = any amino acid 



<220> 

<221> MOD__RES 
<222> (12) 

<223> Xaa = Leu, lie, Val, Met, Phe or Tyr 



<220> 

<221> MOD_RES 

<222> (13) . . (14) 

<223> Xaa = any amino acid 



<220> 

<221> MOD_RES 

<222> (15) 

<223> Xaa = Leu, lie, Val, Met, Phe, Tyr or Thr 



4 



<220> 

<221> iyiOD_RES 

<222> (16) . . (17) 

<223> Xaa = any amino acid 

<400> 8 

Cys Xaa Xaa Xaa Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 , 10 15 

Xaa Cys v\ 



5 



